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ABSTRACT: Leaf shape is tremendously diverse in nature, yet overall leaf function in photosynthesis is
conserved through development. How the leaf responds to stress, hormonal, genetic, and environmental cues
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Expression patterns of four developmental genes in shoot tissues of tomato & S. pennellii
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Once T3 lines are established, water stress experiments will be conducted over at least 3 biological
replicates with 20 plants per replicate. In order to maintain growth conditions and minimize pest
influences to compare between constructs, promoters and root & shoot systems, stress experiments will
be conducted in growth chambers. Because positional effects have been demonstrated*, within-tray

controls will be utilized
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